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• Bioaccumulation = the process by which living things 
accumulate contaminants from their environment

• Occurs by feeding and by contact with water and solids
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Model LinkagesModel Linkages

Exposure Inputs from EFDC:
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Conceptual Model Conceptual Model 



Bioaccumulation ProcessesBioaccumulation Processes

• PCB Uptake:
a. Dietary uptake
b. Respiration

• PCB Elimination
c. Depuration (loss by gill elimination and fecal egestion)
d. Growth dilution
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Validation – By Sample Size 
(Lipid-normalized tPCB)
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Validation – By River ReachValidation – By River Reach
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Validation – Adult Largemouth 
Bass (By Time Period)
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(Young Fish Aged 1+ to 5+ Years Only) 
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Validation – Interspecies 
Extrapolation (lipid-normalized tPCB)
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Model Performance MeasuresModel Performance Measures

Data Grouping Samples MAPE MB* 

Type of Measure  Accuracy Bias 
All Samples 484 39% 0.94 

FCM Representative 
Species 247 44% 0.91 

All Other Species1 237 34% 0.99 

Reach 5A 35 35% 0.95 

Reach 5B 195 40% 0.86 

Reach 5C 8 60% 0.67 

Reach 6 246 38% 1.03 

Bass 153 39% 1.04 

Bullhead 4 73% 0.68 

Carp1,2 8 57% 1.66 

Goldfish1,2 42 43% 0.73 

Other Predator1 3 38% 1.31 

Sunfish 89 51% 0.72 

Trout1,2 6 74% 1.35 

White Sucker 1 3% 0.97 

Yellow Perch1 178 29% 1.02 

All YOY Samples 244 36% 0.89 

All Adult Fish 240 42% 1.00 

 

MB* > 1.0 = Overprediction

MB* < 1.0 = Underprediction
1 Species extrapolations required

2 Lipid-normalized results used

MFD/QAPP validation 
performance measure:

0.40 < MB* < 2.50

Observed range:

0.68 < MB* < 1.66




